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Characterization of the mlcroblal consortlum of Serpa cheese during

ripening as assurance of authenticity

GO SerpaFIora Valorlzatlon of native mlcroblota of the Serpa cheese
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INTRODUCTION

The composition of the food microbiota is often related to the place and process of production, climatic conditions, type and treatment of raw materials among other factors, and can be used as a tool for the
traceability of food!. Serpa cheese is a cured soft-cheese produced within the Alentejo province, with Protected Designation of Origin (Regulation (EEC) 2081/92)%, made with raw ewe’s milk and vegetable coagulant
Cynara cardunculus L. The use of raw milk and the absence of starters during its processing makes this cheese a complex natural ecosystem consisting of autochthonous microorganisms, mainly derived from milk, which
gives it specificity!s3.

OBJECTIVE

In order to contribute to one of the goals of the GO Serpaflora Project - Valorization of native microbiota of the Serpa cheese, the purpose of this work was to assess the specificity and biodiversity of the microbial
consortium associated with Serpa cheese during ripening, thus contributing to the preservation of an autochthonous microbial ecosystem and a product that is part of the Portuguese gastronomic heritage.

MATERIAL AND METHODS - QUANTITATIVE AND QUALITATIVE EVOLUTION OF THE MICROBIAL COMMUNITY

Culture dependent-methods

Standard cultural microbiological techniques :
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RESULTS - CULTURE INDEPENDENT-METHODS
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sequencing identifies the genus Lactococcus spp. as dominant, followed by Leuconostoc spp. and, in the case Candida m Cladosporium m Cutaneotrichosporon  ® Cyberlindnera
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. . . . . . 4.5 B Mucor Penicillium Pichia Rhodotorula
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